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Name Surname: Andrea Angius 
Degree: Biological Sciences 

Nationality: Italian 

E−mail: andrea.angius@irgb.cnr.it; anangius@pec.it; andrea.angius64@gmail.com 
Output Index 
Google Scholar Profile: https://scholar.google.it/citations?user=C63GioQAAAAJ&hl=it 

Google Scholar H Index: 42 Scopus H Index: 36 Web of Sciences H Index: 35 

ORCID profile: orcid.org/0000-0003-2596-6461 
 

Current Position (February 2021) 
 

Senior Researcher 

Department/Institute/Institution: Department of Biomedicine - Institute of Biomedical and Genetic 

Research - National Research Council (CNR) Street Address: Cittadella Universitaria di 
Monserrato, S.S. 554 bivio per Sestu Km 4,500 Zip code City: 09042 Monserrato (CA) 

Province/Country: Cagliari, Italy 
Adjunct Associate Professor at Dep. of Veterinary Medicine 

Department/University: Dep. of Biomedical Sciences and Dep. of Veterinary Medicine – University 

of Sassari  Street Address: V.le San Pietro 43/C-Zip code City: 07100 Sassari (SS) 
Province/Country: Sassari, Italy 
 

Research areas  
 

Genetics, Medical Genetics, Molecular Diagnostics, Molecular Biology, Molecular Genetics, 

Population Genetics, Population Biology, Evolutionary Developmental Biology, Evolutionary 

Genetics, Cancer Biology, Biomarkers, Human Cancer, Biotechnology, Plant Molecular Biology 

and Genetics 
 

Education and training 
 

1992 - University of Cagliari, Italy: Master Degree in Biology 

1999 - University of Sassari, Italy: Ph.D. 
 

 Positions and Employments 
 

2021 – up to present – Permanent position as Senior Researcher National Research Council 

(CNR), Institute of Biomedical and Genetic Research, Monserrato, Cagliari (Italy).  
2011 – 2020 – Permanent position as Researcher National Research Council (CNR), Institute of 

Biomedical and Genetic Research, Monserrato, Cagliari (Italy).  
2013-to present: Adjunct Associate Professor in Biotechnologies at Faculty of Veterinary 

Medicine, University of Sassari, Sassari (Italy). 

2010-2019: Adjunct Associate Professor in Medical Genetics at Department of Biomedical Science 
University of Sassari, Sassari (Italy). 

2001 – 2011 – Researcher National Research Council (CNR), Institute of Population Genetics, 
Alghero, Sassari (Italy).  

2010 – 2014 – Head and Scientific Coordinator of the Next Generation Sequencing Core, CRS4, 

Pula (Cagliari) (Italy).  
2006 – 2010 – Head and Scientific Coordinator of the Genotyping Laboratory, Sardegna Ricerche 

“Polaris” Scientific and Technological Park of Sardinia, Pula (Cagliari) (Italy). 
2002 – 2006 – Lab Manager of the Genotyping laboratory, Soc. SHARDNA Life Sciences, Cagliari, 

(Italy).  

2000-2001 - Fixed-term Researcher at the Institute of Molecular Genetics, of the National Council 
of Reasearch (CNR), Alghero (Italy).  

1996 – 1999 - Ph. D. Faculty of Biology, University of Sassari, Sassari (Italy).  

1995-1996 - CNR fellowship. Institute of Research of Mediterranean Anemia and Thalassemia, 

National Research Council (CNR), Director: Antonio Cao, MD; Cagliari (Italy).  
1992-1994 - Post-doctoral fellowship. Laboratory of Molecular Pathology, Ospedale regionale 
per le Microcitemie, Director: Antonio Cao, MD; Cagliari (Italy).  

1990-1992 - Undergraduate student. Department of Sperimental Biology, University of Cagliari, 
Cagliari (Italy). Supervisor: G. Floris, Ph.D.  
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Teaching 
 

2017 – 2026 Qualified as Associate Professor in Medical Genetics for Italian Universities  
(Abilitazione Scientifica Nazionale alle funzioni di professore di II fascia nel settore concorsuale 06/A1 ai sensi del DD n. 222/2012) 
2014 – 2023 Qualified as Associate Professor in Genetics and Microbiology for Italian Universities 
(Abilitazione Scientifica Nazionale alle funzioni di professore di II fascia nel settore concorsuale 05/I1 ai sensi del DD n. 222/2012) 
 

Academic courses 

2013-14 up to present (7 courses/academic years) – Course “Genotyping Technics and Genetic 

Expression”, Degree in Medical and Veterinary Biotechnologies, Faculty of Veterinary, University 

of Sassari (Italy). 
2010-11 to 2019 (9 courses/academic years) – Course “Medical Genetics”, Degree in Exp. and 

Applied Biology, Faculty of Math., Phys. and Nat. Science, University of Sassari (Italy).  

2010-11 to 2012-13 (3 courses/academic years) - Course “Genotyping Technics”, Degree in 

Medical and Veterinary Biotechnologies, Faculty of Veterinary, University of Sassari (Italy). 

2006-07 to 2010-11 (5 courses/academic years) – Course “Human Genetics”, Degree in 

Biological Sciences, Faculty of Math., Phys. and Nat. Science, University of Sassari (Italy).  

2003-2004 (1 course/academic year) – Course “Basic Element of Genetics and laboratory”, 
Degree in Biological Sciences, Faculty of Mathematical, Physical and Natural Science, University 

of Sassari (Italy).  
 

Masters courses 

2012-13 /2013-14 (2 courses/academic years) - Course “Genetics and Technics of Genetic 

Characterization”, International Master in Medical Biotechnology, Hue University of Medicine 
and Pharmacy, (Vietnam) 

2007- Master in R&S in Medical Biotechnology, Ed. 2007, Sardegna Ricerche “Polaris” Scientific 
and Technological Sardinia Park, Pula (CA) (Italy) 
 

Membership of the college of PhD teachers recognized by MIUR 
 

Board of Lecturers of the PhD Course in Biomedical Sciences in Medical Genetics, Metabolic Diseases and 

Nutrigenomics, certified by MIUR, University of Sassari from XXIX cycle (a.a. 2013-2014) to today. 
 

Board of Lecturers of the PhD Course in Biomolecular and Biotechnological Sciences, certified by MIUR, 

University of Sassari from the XXVI cycle (a.a. 2010/11) to XXIII (a.a. 2012/13). 
 

Grants and participation in national and international research projects 
 

Dr. Angius has been involved in the drafting and management of the project both as a responsible and 

collaborator in various regional, national and international research projects eligible for funding on the basis 

of competitive calls for proposals, as described in detail in the list below. 
 

1-years research grant funded by Fondazione Banco di Sardegna ROL 2019 Bando “Salute pubblica, 

medicina preventiva e riabilitativa” for the project entitled ”Sviluppo di un panello di marcatori 

immunoistochimici ed epigenetici a scopo predittivo nella terapia del carcinoma mammario “Triplo 

Negativo” GRANT_NUMBER: 33141 – Role: Principal Investigator 
 

2-years research grant funded by Fondo di Beneficenza, Intesa Sanpaolo S.p.A. ”(PREDICT) 

PREcision meDicine In ColorecTal cancer: new clinical-genomic network for expanding tailored 

oncologic care” GRANT_NUMBER: B/2020/0094 – Role: Principal Investigator 
 

2-years research grant funded by Fondazione Banco di Sardegna ROL 2019 Bando “Salute pubblica, 

medicina preventiva e riabilitativa” for the project entitled ”Prevenzione e diagnosi precoce del 

carcinoma del colon-retto: sviluppo di un panel di marcatori molecolari da biopsia liquida” –Role: 

Coordinator of NGS data generation and analysis 
 

2-years research grant funded by Bando competitivo Fondazione di Sardegna – 2017 per progetti di 

ricerca con revisione tra pari” for the project entitled “Personalized Care in Colorectal Cancer: building 

a new clinical-genomic network for tailoring genotype and phenotype” –Role: Coordinator of NGS data 

generation and analysis 
 

4-years research grant funded by MIUR for the project entitled “PATH - Pathology in Automated 

Traceable Healthcare” PON04a2_00557 - Decreto n. 428 del 27/02/2017 Role: Key Personell 
 

5-years research grant funded by European Framework Programme for Research and Innovation 

HORIZON 2020, “An integrated approach to dissect determinants, risk factors and pathways of ageing 



of the immune system”. European Community Grant –Role: Coordinator of NGS data generation and 

analysis 
 

2-years research grant funded by Telethon for the project entitled " Post GWAS functional 

characterization of BCL11A locus toward the development of a treatment for ß-thalassemia". Telethon 

Grant 2013 GGP13246 – Role: Unit Responsible  
 

1-years research grant funded by Telethon for the project entitled “Identification of novel gene(s) 

associated with Crisponi/Cold Induced Sweating syndrome-like phenotypes by exome sequencing”. 

Telethon Grant 2013 GEP13093 - Role: Coordinator of NGS data generation and analysis 
 

2-year research grant funded by Autonomous Region of Sardinia entitled “Unravelling the genetic 

causes of syndromic Intellectual Disability in the era of exome sequencing”. - Role: Coordinator of 

NGS data generation and analysis 
 

6-years research grant funded by Ministero dell'Istruzione, dell'Università e della Ricerca. FIRB 

Laboratori 2003: for the project entitled “Identificazione di geni-malattia mediante genotipizzazione ad 

alta densità di popolazioni”. – Role: Unit Responsible 
 

5-years research grant funded by Ministero dell'Istruzione, dell'Università e della Ricerca. for the project 

entitled "Identificazione di fattori genetici associati a malattie multifattoriali comuni tramite un originale 

approccio allo studio di isolati genetici" (Art. 5 del D.M. 593 8 agosto 2000) - Role: Collaborator 
 

3 years research grant funded by Telethon Fondazione Onlus for the project entitled "Sardinian 

Isolated Population For The Study of Complex Traits". Telethon Grant E 1185 – Role: Collaborator 
 

2 years research grant funded by  Regione Autonoma della Sardegna. for the project entitled "Studio 

della componente genetica e nutrizionale nell'insorgenza di malattie complesse" POR Sardegna 2000-

2006, deliberazione Giunta Regionale della Sardegna n.27/30 del 7/08/2001. – Role: Collaborator 
 

2 years research grant funded by  Regione Autonoma della Sardegna for the project entitled 

"Identificazione di geni associati a malattie multifattoriali con alto impatto socio-economico: 

Ipertensione arteriosa essenziale e Alopecia androgenetica". Determinazione n. 107 del 22/06/2005. – 

Role: Collaborator 
 

1,5 years research grant funded by Regione Autonoma della Sardegna for the project entitled 

“Metodologie computazionali ibride per l’analisi statistica del flusso genico in grandi Dataset”.PON 

“Ricerca, Sviluppo Tecnologico ed Alta Formazione” 2000-2006 per le Regioni dell’ obiettivo 1 

Decreto 192/Ric del 04/12/2007 – Role: Collaborator 
 

2 years research grant funded by  Regione Autonoma della Sardegna for the project entitled 

“Infrastruttura bioinformatica per un approccio “system biology” alle malattie complesse”. Programma 

di R&S "Tecnologie bio-informatiche applicate alla medicina personalizzata" Bando di selezione N. 

364.173 A – Role: Collaborator 
 

Events organized 
 

Dr. Angius organized the following courses: 
September 16–20, 2019 - 8th Sardinian International Summer School “From Genomic discoveries to 

therapeutic targets” Pula, Cagliari, http://www.irgb.cnr.it 

July 9–13, 2018 - 7° Sardinian International Summer School "From genome-wide association studies 

(GWAS) to Function”" Pula, Cagliari, http://www.irgb.cnr.it 

June 12–16, 2017 - 6° Sardinian International Summer School "From genome-wide association studies 

(GWAS) to Function”" Pula, Cagliari, http://www.irgb.cnr.it 

June 20–24, 2016 - 5° Sardinian International Summer School "From genome-wide association studies 

(GWAS) to Function”" Pula, Cagliari, http://www.irgb.cnr.it 

June 22–26, 2015, - 4° Sardinian International Summer School "From genome-wide association studies 

(GWAS) to Function”" Pula, Cagliari, http://www.irgb.cnr.it  
 

Non-Institutional Scientific activities (editorial and reviewer activity) 

Topic Editor for International Journal of Molecular Sciences Impact Factor 4.556 (2020 JCR) 

Editor For BMC Genomics Impact Factor 3.530 (2020 JCR) 
Scientific reviewer for the following journals: Journal of Medical Genetics, Journal of 

Endocrinological Investigation, Biological Conservation, American Journal of Human Genetics, BMC 

Genomics, International Journal of Genomics, BMC Medical Genetics, Case Report in Genetics, PloS 

ONE Journal, Nutrition, Expert Opinion on Orphan Drugs, Metabolism & Cardiovascular Diseases, 

Gene, Chemical Senses, Journal of Biotechnology, IOVS, Clinical Genetics, Annals of Translational 



Medicine, Cancer Investigation, Circulation & Cardiovascular Genetics, Hypertension, Scientific 

Reports e Human Genetics. 
 

Awards and Honors 
 

Cossu S, Angius A, Oppo M, Onano S, Persico I, Uva P, Cuccuru G, Asunis M, Pruna D, Crisponi L. Fenotipo epilettico 

in due fratelli con mutazioni nel gene NALCN. 40° Congresso Nazionale Lega Italiana Contro l’Epilessia (LICE), Roma, 

Italy, June 7-9 2017 (Prize for the best scientific contribution) 
 

Pira G, Angius A, Uva P, Cossu Rocca P, Sanges F, Loi F Ena S, Murgia L, Carru C, Muroni MR, DeMiglio MR. 

MiRNA-135b contributes to triple negative breast cancer molecular heterogeneity:different expression profile in basal-

like vs non basal-like. 48° Congresso Nazionale Società Italiana di Biochimica Clinica  e Biologia Molecolare Clinica 

(SIBioC). Torino 18-20 ottobre 2016 (Prize Best Poster  SIBioC) 
 

Concas A, Cusano R, Orsini M, Costelli C, Cao A, Angius A. Microalgae based technology for biofuels production and 

CO2 capture: the role of mathematical modeling and genetic engineering. Accademia Nazionale dei Lincei – Fondazione 

ENI Enrico Mattei, XXXI Giornata dell’ambiente. Convegno Internazionale: The TeraWatt challenge: What researchfor 

our future energy? 5 - 6 Novembre 2013 (Prize Best Poster) 
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